Introduction
The budding yeast Saccharomyces cerevisiae has a long history of domestication by 61 humans for the production of fermented food and beverages (Marsit et al. 2017 ). Among 62 the oldest evidence of this domestication are traces of DNA from more than 3000 years 63 old wine jars in Egypt (Cavalieri et al. 2003) . Signs of beer and chemical traces of beer 64 production dating back from the last half of the fourth millennium before Christ were 65 identified in sumerian artifacts (Michel et al. 1992) . Alcoholic beverages were also 66 present in prehistoric China about 9000 years before present (McGovern et al. 2004) . 67 Human populations brought fermented produces with them during their migration, 68 including wine (Marsit et al. 2017 The production of fermented beverages by European settlers in North America started 75 early in the colonies, for instance in the North American territory that became Nouvelle 76 France and eventually French Canada. A common drink for French settlers in the 17th 77 century called "bouillon" was made of bread leaven that was incubated in water, 78 producing a lightly alcoholic beverage. Artisanal and domestic beer brewing most likely 79 started during that period (Moussette 1992) . Later in the 17th Century, the first industrial 80 brewery was founded by the French King representative, the Intendant Jean Talon 81 (Moussette 1996) . To establish his brewery, Talon acquired a relatively large lot, at the crossing of St. 84 Charles and St. Lawrence rivers in Québec City, and built a massive 40 meters long 85 building with modern brewing equipment (Moussette 1994) . The brewery was short lived 86 (1670-1675). However, after the British conquest (1763), entrepreneurs turned to 87 brewing again. The lot for Talon's old brewery had been turned into a powder storage 88 and the Intendant's Palace (1686-1713), which was destroyed by a fire and served as 89 warehouses for the remainder of Nouvelle France. Here, we sequenced the genome of a yeast strain (Jean-Talon) that was isolated from 112 the Second's Intendants Palace's vaults. We report the whole-genome sequence using 113 short and long read sequencing and the comparative analysis of this genome with other 114 sequenced genomes. Our results reveal that the strain is polyploid, partially sterile and 115 harbors multiple aneuploidies. A phylogenetic analysis reveals that it is indeed a beer 116 strain that is closely related to the other industrial beer and baking strains, suggesting 117 that its origin dates from recent industrial activities on the site and not from earlier At each location, the 3 YM plates were exposed to the environment for 10, 20 and 40 126 minutes and then incubated at 28 ºC for 2 days. The yeast strain was banked at the Table 1 ). In total we analyzed 319 strains, including the Jean-Talon Assembly of the Jean-Talon genome 283 We assembled the Jean-Talon genome using the ONT dataset. We used wtdbg2 v2.5 
Results and Discussion

353
The colonies grown on YPD medium were creamy-beige round colonies, convex 354 elevation, and matt finish, quite smooth and creamy surface. The diameter of most 355 colonies is around 3 mm ( Supplementary Figure 1) . Under the microscope the cells 356 looked round, medium and uniform in size and shape and arranged in clusters 357 ( Supplementary Figure 1) , consistent with being S. cerevisiae.
358
The Jean-Talon strain is a tetraploid strain and largely sterile 359 We first examine the ploidy and ability to sporulate of the Jean-Talon strain. DNA 360 staining of 90 isolated colonies shows that it is a tetraploid ( Figure 1A) . Tetraploidy is 361 also suggested based on the observed frequency distributions of single nucleotide 362 polymorphisms (SNPs) mapped to the S288C genome that show peaks around 363 frequencies of 0.25, 0.5 and 0.75 ( Figure 1B) . A recent study of the genome of 1011 S. is located on a branch composed of commercial beer strains ( Figure 3A ). According to 419 the kinship coefficients, the strain is nearly identical (kinship coefficient between 93% 420 and 97%) to the six other beer strains ( Figure 3B ), which include ales from England and 421 Belgium ( Supplementary Table 1 ). Estimates of synonymous heterozygosity and 422 pairwise divergence between these strains support the finding that most segregating We assembled the Jean-Talon genome using our Oxford Nanopore dataset and 492 detected a translocation between chromosomes II and XI ( Supplementary Figure 4) , 493 which breakpoint maps to a full-length Ty2 retrotransposon. We used split mappings of 
